
Supplementary Table S1: Total set of DELs was up-and-down-regulated in two groups. 

Supplementary Table S2: Total set of DEGs was up-and-down-regulated in two groups. 

Supplementary Table S3: Total set of DELs_targets were up-and-down-regulated in two groups. 

Supplementary Table S4: GO enrichment of differentially expressed DELs_targets in two groups. 

Supplementary Table S5: GO enrichment of differentially expressed DEGs in two groups. 

Supplementary Table S6: KEGG enrichment pathways for differentially expressed DELs_targets in 

two groups. 

Supplementary Table S7: KEGG enrichment pathways for differentially expressed DEGs in two 

groups. 

Supplementary Table S8: Co-expression details of DE lncRNA-mRNA after DELs_targets coincided 

with DEGs in two groups. 

Supplementary Table S9: QPCR data of DELs and DEGs in two groups 


